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personalized GBM-specific Endogenous retroviral Figure 1. Al-informed, computationally directed, personalized DNA-based vaccine strategy. Paired tumor and matched normal samples (PBMCs) from each patient underwent DNA and RNA sequencing and were analyzed using two proprietary
elements (ERVs) and neoantigens can be pipelines from Evaxion’s Al-Immunology™ platform: PIONEER™, identifying mutation-derived neoantigens, and ObsERV™  identifying ERV-derived antigens. Neoantigen candidates were defined by tumor-specific DNA variants with RNA expression,
combined to enable a novel personalized cancer while ERV tumor specificity was defined by dysregulated tumor expression with ERVs expressed in healthy tissues (GTEx) removed as a blacklist. Resulting tumor-specific antigens were ranked by expression, predicted MHC class | and Il presentation,
clonality, and immunogenicity, synthesized as pooled peptides, and functionally validated in vitro by ELISpot.
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* Purpose: to demonstrate vaccine design
feasibility and in vitro antigen proof-of-concept
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IFN-y responses in 3 tested donors with difierent T-cell priming (24h), followed by cytokine-mediated T-cell expansion (10 days). Immunogenicity
HLAS was assessed by IFN-y ELISpot.
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